False positive rate

b e

True positive rate

True positive rate

02 03 04 05 06 07 08 09 1.0

0.1

0.0

l

01 02 03 04 05 06 07 08 09

0.0

02 03 04 05 06 07 08 09

0.1

0.0

1.0

0.8

05 06

L
False positive rate
0.4

0.2

0.1

r T T T 1 f T T T 1
1 3 10 30 100 1 3 10 30 100

Library size (million reads) Library size (million reads)

BitSeq —+— Cufflinks - MMSEQ —— rSeq —a— TIGAR2
BitSeq ('priors' to 0) —%— eXpress —=— MMSEQ ('priors' to 0) —e— Sailfish —=—  Count: 'Transcript'
CEM —— IsoEM —k— RSEM —¥— Scripture Count: 'Union exon'

D

05 06
1

True positive rate
0.4

0.3

0.1

r T T T 1 T T T T 1
1 3 10 30 100 1 3 10 30 100

Library size (million reads) Library size (million reads)

1.0

0.8
1

0.7
1

0.4

True positive rate
0.5
Il

0.1

r T T T 1 f T T T !
1 3 10 30 100 1 3 10 30 100

Library size (million reads) Library size (million reads)



